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			Our research area includes but not limited to protein and peptide design (Enhance protein stability or activity, Chimer proteins as biosensor, Designing novel peptides as inhibitor).



		


Latest News
[image: 1st International and 10th National Iranian Conference on Bioinformatics]


1st International and 10th National Iranian Conference on Bioinformatics
January 1, 2022
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Scailyte Webinar – Why single-cell technologies are vital for Endometriosis research
December 19, 2021





Latest Articles
[image: CIDER can evaluate the biological accuracy of integration results without reliance on ground truth]


CIDER – an interpretable meta-clustering framework for single-cell RNA-seq data integration and evaluation
December 19, 2021


[image: Overview of scRNA-seq preprocessing workflows and study design]


Preprocessing method was found to be less important than other steps in the scRNA-seq analysis process
December 10, 2021
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